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Sulphur supply improves
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Verticilllum-wilt disease
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Plant S nutritional status
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Quantification of V. dahliae in tomato
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Photosynthesis and Sugar exudation
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Cysteine and Glutathione
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S distribution in tomato tissue
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Global expression analysis of S-metabolism
related candidate genes: Hypocotyl
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Spatial expression analysis of S-metabolism
related candidate genes: Vascular Bundle
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Summary: Transcriptomic characterization
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Plant S nutritional status
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Root lenght analysis
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Root lenght analysis
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S distribution in tomato tissue
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Spatial expression analysis of S-metabolism
related candidate genes: Cortex
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Dear lecturer, please use this format
for your presentation:

» - keynote 25 min. and 5 min. discussion max.
» - standard presentation 15 min. and 5 min.
discussion max.! (- in most cases: 1 slide/minute)

» - In respect to the subject of IPM: please give
attention to the question what your research
contributes to the (8) IPM principles of the EU-
directive (see )

¢ ;
Towards future=proof” crop protection in Europe



